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f) et T /R A Fe AR ( Hidden Markov Model, HMM) 3C44:
PF00642 F#% H htip //pfarn. sanger. ac. uk!
1.2 &
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SCAE R G 1 2R A 48 TR R 7 A TR 10 4 1 o
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fEBh 7E 28 T. H. MEME Suite ( hitp : / meme. sdsc.
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HESBCRHEGME, CCCH EH P4 Clustal W
XFFEIE , FH MEGA 3. 1 M R 58 K A, A 7 iR
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LI PFO0642 R Fh - 3C 44, #]H HMMER 3. 0 {7
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7E 22 MR A A E] 55 4 CCCH AP
Hy, BT CCCH BISH Ry = 1 -5 14,
HA SS1G_05895 % £ ;SS1G_02095 ¥R =2, M 4 4~ 1M
SS1G_01333 . SS1G_07913 F1 SS1G_11427 #:/b, JKAH
%I CCCH RUBFHR FE P A2 1 -5 1, BCIT_
01596 %% ; BC1T_00310 .BC1T_07940 I BC1T_09345
W2, 4 4 ;BCIT_07760 . BC1T _08876 #l BCIT_
09743 /> AN 14~

CCCH RIBEHE I P | C-X,-C-X,-C-X,-H 5 A%k
HiZ, H 22 1, C-X,-C-X,-C-X,-H KRRz A
21 I BAH C-X-C-X,-C-X,-H , C-X,-C-X,-C-X,-H FI
C-X,;,-C-X¢-C-X;-H 2R 535028 6 4.2 4 2 A5 [A]
iF, B R B T 2 A CCCH BUREFE L7, BT C-X-C-
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Table 1 Identification of CCCH zinc finger gene family members from Sclerotinia sclerotiorum and Botrytis cinerea

(ZEaE] KA
Sclerotinia sclerotiorum Botrytis cinerea
TEICPE I 2 CCCH FH& TR i CCCH %5
SRR (i HER B PR 4 TR (o HER B PR

Gene name Locus Length of Number of Gene name Locus Length of open Number of

open reading CCCH zinc reading CCCH zinc

frame /bp finger motifs frame/bp finger motifs
SS1G_01333 Supercontig 2 2310 1 BC1T_07760 Supercontig 44 1746 1
SS1G_01415 Supercontig 2 1209 3 BC1T_08876 Supercontig 50 969 1
SS16G_02095 Supercontig 2 3741 4 BC1T_09743 Supercontig 66 2307 1
SS1G_04219 Supercontig 5 2214 2 BC1T_00189 Supercontig 1 2217 2
SS16G_04229 Supercontig 5 633 2 BC1T_05217 Supercontig 22 2520 2
SS1G_05895 Supercontig 7 933 5 BC1T_06447 Supercontig 34 1086 2
SS1G_07913 Supercontig 10 1791 1 BC1T_10530 Supercontig 72 633 2
SS1G_11427 Supercontig 18 1290 1 BC1T_00310 Supercontig 1 2742 4
SS16G_13466 Supercontig 25 1089 2 BC1T_07940 Supercontig 43 1464 5
SS1G_13631 Supercontig 26 2490 3 BC1T_09345 Supercontig 59 3486 4
S$51G_09360 Supercontig 13 1671 2 BC1T_01596 Supercontig 4 783 5
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BCI1T_07760zfml1: [BK-FF---RQE 19
BCI1T_08876zfml: [SKDYK---TTe 20
BCI1T_09743zfml1: [SRDYD---QKe 20
BC1T_00189zfml: [ERFWL---ST 19
BC1T_00189zfm2: [®K-YW---VMe 19
BCIT_05217zfml: [eK-FF---ASE 19
BCIT 05217zfm2: [¢Y-HY---SRe 19
BC1T_06447zfml: [¢0-FY---KKE : 19
BClT_064472ﬁn2: KFFICAVEEEKYCWEW : 30
BCI1T_10530zfnl: [eSFYY---KIe : 20
BCIT_10530zfm2: [eR-IN---SGE 19
BC1T_00310zfinl: [EKYFI---TST 20
BC1T_00310zfm2: [®R-FL---AKE 19
BC1T_00310zfm3: [¢S-FF---ARe 19
BCIT_00310zfm4: [¢6S-FF---SRe 19
BCI1T_07940zfm1: [SKSFT---NT{ 20
BC1T_07940zfm2: [eKAFL---LKe 20
BC1T_07940zfm3: [¢-LHF---AKe 18
BC1T 07940zfm4: [ERSFG---IYe 20
BCI1T_07940zfmS: [6PDFS---NTe 19
BC1T 09345zfml: [eFFFT---CAS 19
BCIT 09345zfm2: [eFFYN---INE 20
BCIT 09345zfm3: [¢YYWY---HLN 20
BCIT_09345zfm4: [R-YW---IQfE 19
BC1T 01596zfml: [K-AY---LQE 19
BC1T_01596zfm2: [®K-HW---LRE 19
BCI1T_01596zfm3: [SNFFV---KN& 20
BCI1T_01596zfm4: [eP-HY---DKe 19
BCIT_01596zfm5: [E-FY---1Al 19
SS1G_01333zfml: [$RDYD---QKE 20
SS1G_01415zfml: [¢-LHF---AKE 18
SS1G_01415zfim?: [SHSFG---TYle 20
SS1G_01415zfm3: [#PDFS---NT 19
SS1G_02095zfiml: [$FFTT---QPQ 19
SS1G_02095zfm?2: [SFFYN---LDfE 20
SS1G_02095zfim3: [®YYWY---SEN 20
SS1G_02095zfim4: [8K-YW---NQE 19
SS1G_04219zfml: [SRFWL---STe 19
SS1G_04219zfm?2: [8K-YW--—-VMe 19
SS1G_04229zfinl : [8SFYY---KIle 20
SS1G_04229zfm?: [SR-IN---SGE 19
SS1G_05895zfm1: [8K-AY-—-LgE 19
SS1G_05895zfm?2: [8K-HW---LRE 19
SS1G_05895zfm3: [ENFFV---KN& 20
SS1G_05895zfim4: [8P-HY---DKe 19
SS1G_05895zfm5: [SE-FY---LAle 19
SS1G_07913zfml: [8K-YF---SK& 19
SS1G_11427zfml: [SKDYK---TTe 20
SS1G_13466zfiml : [8Q-FY---KKe 19

SS1G_13466zfin?: @KFFICAVEEEKYCWEW 1 30

SS1G_13631zfinl: (V-YY---TV[ 19
SS1G 13631zfin2: [@KNFV---LHN 20
SS1G_13631zfin3: [®KNFL---SRR 20
SS1G_09360zfin1 : YFWSLP——$ 21
SS1G_09360zfin2: [SFYWDQ---Gg 20

B1 #ZEEM&BEEME CCCH $HEEF LYY

Fig.1 Motif comparisons of CCCH zinc fingers from Sclerotinia sclerotiorum and Botrytis cinerea

2.2 CCCH #iEBE BN frame, ORF) 4K~ 633 ~3741bp, it 210 ~ 1246 4~
R AL 26 R YT TR B BEAE (open reading SRR s IRH A F AT Zf KR HEI Y ORF 418 633 -
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Fig.2 CCCH zinc finger genes structures from Sclerotinia sclerotiorum and Botrytis cinerea
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Fig.3 Motifs of CCCH zinc finger proteins from Sclerotinia sclerotiorum and Botrytis cinerea
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_09345 (AP EE IR 2 , A 9 15 SS16_02095 £ 8 4
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BC1T_00310 1 SS1G_09360 #h, He #RAE $8 21 3 A0
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13446 AUFEAE— DR EERIR LN 22 57
2.4 B

% 45 TR R R 2 AR B 7 RO IR I 4
Clustal X Xt 5% J& , A7 A MSF 3C4, B MEGA 3.1
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Fig.4 Phylogenetic analysis of CCCH zinc finger genes

from Sclerotinia sclerotiorum and Botrytis cinerea

3 itig

Ko #8115 DNA A A AR, M Zt
FEZ 5 RNA U, 2 —28 RNA 45611, 5 RNA
BT 2 B AL AR M AH 56 L Zf 1732 2 A T 3
Yy AE A 2z b, Horb /N B (Mus musculus ) FTA
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Identification and Comparative Analysis of CCCH Zinc Finger
Genes from Sclerotinia sclerotiorum and Botrytis cinerea

JIANG Ming GUAN Ming PAN Xiao-cui Zhang Jin-guo HU Jia-wei
(College of Life Science, Taizhou University, Linhai Zhejiang 317000)

Abstract ; CCCH zinc finger proteins (Zf) are widely distributed in animals, plants as well as microorganisms, and play
important roles in RNA metabolism. Identification of Zf genes in Sclerotinia sclerotiorum and Botrytis cinerea will provide
a basis for gene cloning, expression as well as function analysis. Genome-wide survey and comparative analysis of Zf
genes were performed in S. sclerotiorum and B. cinerea by bioinformatics methods. Eleven Zf gene members were
identified from S. sclerotiorum and B. cinerea, respectively. Full-length of open reading frames were of 633 —3741bp in
S. sclerotiorum and 633 — 3486bp in B. cinerea, respectively. Totally 55 CCCH zinc finger motifs were identified.
Besides the two most abundant CCCH zinc finger motifs, C-X,-C-X5-C-X;-H (22) and C-X;-C-X5-C-X,-H (21), C-
X5-C-X(-C-X,-H and C-X,-C-X,-C-X,-H were found to be two novel CCCH zinc finger motifs. Phylogenetic analysis
results indicated the 22 CCCH zinc finger proteins were clustered into 4 groups. Except for SS1G_13631, SS1G_09360,
BC1T_00310 and BC1T_05217, other Zf genes from S. sclerotiorum and B. cinerea belonged to different subfamilies in
the form of orthologous pairs, and the results were consistent well with gene structures, motif numbers as well as
distributions.

Key words: CCCH zinc finger proteins; Sclerotinia sclerotiorum ; Botrytis cinerea; Genome



